Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.002 Å; R factor = 0.044; wR factor = 0.132; data-to-parameter ratio = 17.9.
The asymmetric unit of the title compound, C 10 H 8 O 3 , contains two independent molecules, both of which are almost planar (r.m.s deviations for all non-H atoms of 0.044 and 0.053 Å ). The dihedral angles between the benzene ring and the prop-1yne group are 3.47 (1) and 3.07 (1) in the two molecules, and the prop-1-yne groups adopt extended conformations. In each molecule, an intramolecular O-HÁ Á ÁO hydrogen bond involving the OH and aldehyde substituents forms an S(6) ring. In the crystal, molecules are linked into cyclic centrosymmetric dimers via C-HÁ Á ÁO hydrogen bonds, generating R 2 2 (14) ring motifs. The crystal structure is further stabilized by aromaticstacking interactions between the benzene rings [centroid-centroid distances = 3.813 (2) and 3.843 (2) Å ]
Related literature
For the biological activity of benzaldehyde derivatives, see: Zhao et al. (2007) ; Ley & Bertram (2001) ; Delogu et al. (2010) . For a related structure see: Esakkiammal et al. (2012) . For standard bond lengths, see: Allen et al. (1987) and for hydrogen-bond motifs, see: Bernstein et al. (1995) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2008); cell refinement: SAINT (Bruker, 2008); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 2012); software used to prepare material for publication: SHELXL97 and PLATON (Spek, 2009). VS and DV thank the TBI X-ray facility, CAS in Crystallography and Biophysics, University of Madras, India, for the data collection and the UGC SAP for the facilities provided to the department. (Zhao et al., 2007) . Several benzaldoximes, benzaldehyde-O-ethyloximes and acetophenone oximes were synthesized and evaluated as tyrosinase inhibitors (Ley & Bertram, 2001) . Bis-salicylaldehydes exhibited greater inhibitory activity than salicylaldehyde (Delogu et al., 2010) . In view of these potential applications and in continuation of our work on the crystal structures of benzaldehyde derivatives, the structure of the title compound has been carried out and the results are presented here.
X-ray analysis confirms the molecular structure and atom connectivity as illustrated in Fig. 1 . The bond distances are normal (Allen et al., 1987) and are comparable with those found in related structures (Esakkiammal et al., 2012) . The asymmetric unit contains two crystallographically independent molecules. In both molecules, the dihedral angles between the benzene rings and the prop-1-yne groups are 3.47 (1)° and 3.07 (1)°, respectively. Both molecules are almost planar, with r.m.s deviations of 0.044 and 0.053 Å from the best fit plane through all non-hydrogen atoms in the molecules. The prop-1-yne groups adopt extended conformations as can be seen from the torsion angles C15-O4-C18-C19 = -177.04 (12)° and C5-O1-C8-C9 = 179.39 (13)°. Atoms O2 and O5 deviate by 0.013 (1) and -0.004 (1) Å from the least squares plane of the benzene rings. Intramolecular O2-H2···O3 and O5-H5···O6 hydrogen bonds form S(6) rings in both molecules (Bernstein et al., 1995) .
Molecules are linked into cyclic centrosymmetric dimers via C-H···O hydrogen bonds with R 2 2 (14) ring motifs (Bernstein et al., 1995) . The crystal structure is further stabilized by an aromatic π-π stacking interaction between the benzene rings of adjacent molecules, with centroid to centroid distances Cg1···Cg2 i = 3.813 (2) Å; Cg2···Cg1 ii = 3.843 (2)
(Cg1 and Cg2 are the centroids of the C1-C6 and C11-C16 rings respectively).
Equimolar amounts of 3-bromopropyne (10 mmol), 2,4-dihydroxybenzaldehyde (10 mmol) and potassium carbonate (15 mmol) were suspended in acetonitrile (30 ml) and refluxed for 30 h in presence of KI (0.1 g) as a catalyst. The reaction mixture was filtered while hot to remove insoluble impurities, neutralized with dil.HCl (3 M), extracted with chloroform and dried with Na 2 SO 4 . The extracts were concentrated to obtain a brown solid which was then purified by column chromatography over SiO 2 by eluting with a mixture of 4% ethyl acetate in n-hexane. Evaporation of the purified extract yielded 2-hydroxy-4-(prop-2-ynyloxy)benzaldehyde in the form of a pure white solid in 85% yield. Crystals suitable for X-ray analysis were obtined by the slow evaporation method. 
Refinement
The acetylenic H atoms H10 and H20 were located in a difference Fourier map and refined freely. Other H atoms were positioned geometrically (C-H = 0.93-0.97 Å; O-H = 0.82 Å) and allowed to ride on their parent atoms, with U iso (H) = 1.5U eq (O) for hydroxyl H atoms and 1.2U eq (C) for all other H atoms. The crystal packing of the molecules viewed down b axis. H atoms not involved in hydrogen bonding (dashed lines) have been omitted for clarity.
Computing details

2-Hydroxy-4-(prop-2-ynyloxy)benzaldehyde
Crystal data Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq O4 0.23016 (15) 0.81458 (9) 0.55793 (7) 0.0528 (3) 
